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	Sr No.
	Primer Name
	Left Primer
	Right Primer
	Motif
	 Expected ProductSize
	Amplification

	1
	CG-cSSR-51
	CCTTATCCAAAACCAACCG
	CGCCACCATAACCAGTGT
	(ACC)5
	227
	Polymorphic

	2
	CG-cSSR-1
	AAAACCACAGCTACAGGGC
	ATGGCCCCAAGTTCAGAC
	(TA)9
	251
	Polymorphic

	3
	CG-cSSR-52
	TTTGGCGCCTCCTAGAAT
	GACTATGGAGATCGGGGC
	(GTT)5
	265
	Polymorphic

	4
	
	TCTATTCCTCTCACCTGTCGT
	AAAACAGCGGCAAACAGA
	(CT)5(GT)(CT)5
	210
	not tested

	5
	CG-cSSR-2
	TGGCCAATCTCTTGCATT
	AATCTCTTGCAACAATCACAAA
	(TAA)2A(TAA)4
	294
	monomorphic

	6
	CG-cSSR-3
	GAACGCATCCCCCTAAAC
	CAGGCACTAAGGCATGAGA
	(TA)6
	293
	no amplify

	7
	
	CCAATGTACCAGAGGCCA
	TCGTCGTAAGCCTCCTGA
	(GAG)3(AT)(GAT)2
	236
	not tested

	8
	CG-cSSR-53
	AGCCAAAGGTCTGCCTTC
	TCCAACATAGACGTCGCC
	(CTT)5
	265
	Polymorphic

	9
	
	CTTCGAGACATTCGCAGC
	TCCACTCACCAAAATAGGTTCT
	(TTA)4
	289
	not tested

	10
	
	TGGGATCTTCAAGCTTCATT
	TGGGGATTAGGATGAGCA
	(TCT)3(TT)(TCT)2
	156
	not tested

	11
	
	AGCTATGGCAAACGGATG
	GGGTTTTGGATCTGAGGG
	(GCC)4
	157
	not tested

	12
	
	GCTGAGTTTCCAAGCGAA
	CCCTCCTGGAAATCCACT
	(CT)5
	251
	not tested

	13
	
	GGCCACCTTTTTAGTGCC
	AAAAAGCAGGGGCTTGAG
	(CT)4
	288
	not tested

	14
	CG-cSSR-4
	CTTATGGCAACGAGCAGG
	GTAACCTCCGTCGCTCCT
	(TGG)8
	245
	Polymorphic

	15
	
	TTGGGAGATGAAGGAGGG
	GTCCTGGACCTCCACCTC
	(GA)4,(GA)4
	298
	not tested

	16
	
	ACGGTGCCTAAGGAGGAG
	GGGCTGACATTTGCATTG
	(TG)3,(TG)3
	240
	not tested

	17
	
	GATTTGGCTGAGCACTCG
	GGACGAGGAACATGACGA
	(ATC)4
	170
	not tested

	18
	CG-cSSR-5
	TGCGGTGAATTTGAGCTT
	GCAGTTTGCTGGTCGGTA
	(GGC)5
	292
	Polymorphic

	19
	
	AGCTTGGCCTTCACAACA
	GCTATTTCCACCGCCTTC
	(GGC),(GGC)4
	211
	not tested

	20
	
	GAAACCAACGGTCGTTCA
	GCTCTGGCCCTTCTCCTA
	(TTC)5
	170
	not tested

	21
	
	CATCCACCTCACCTCCAA
	TCCATCCACTCTGCCAAC
	(CTT)4
	184
	not tested

	22
	
	CCGACTCAAGGCTCTGTG
	TCAATGAACACGGCATCA
	(TCT)(TC)(TCT)3
	279
	not tested

	23
	CG-cSSR-6
	TCCGCTCTGTAGTTCCGA
	AGCTGCAAGAAGCACATGTAT
	(TATG), (TATG)3
	252
	monomorphic

	24
	CG-cSSR-7
	GCCAACTGCTCGAAAATG
	TTGGCATTACTGAGAGAATTGA
	(TTC)7
	245
	no amplify

	25
	
	AGTGCTGGTCTTCCTCGC
	CTGGTGAAGCTTTCGACG
	(GA)3,(GA)3
	267
	not tested

	26
	CG-cSSR-8
	CTGTAGCTGCAACCGGAC
	CGGCCTCCATTCTCATCT
	(AG)6(CG)(AG)3
	247
	Polymorphic

	27
	
	TTTCTTCGTTGAGCGCAT
	GAGTTTCTCCCAGGCAGG
	(CT)3(GT)(CT)3
	277
	not tested

	28
	
	AGCTTACACGACCGCAAA
	AAGTCCTCCGCTCTCAGC
	(CGG)4
	213
	not tested

	29
	
	GACTTACGAGGGCCGATT
	GGGCTTGCTGCTATAAGGA
	(TGG)3(TGT)(TGG)2
	165
	not tested

	30
	
	CTTGCGAAGAGGAGGGAT
	CGCTTCGAGACCTTGTTG
	(GA)5
	191
	not tested

	31
	
	TTCTTGGCTTCACGCTTC
	ATCCAGAAGAGGGCTCCA
	(GGT)4
	290
	not tested

	32
	
	TTCGCCTCCTCCTTTCTC
	ACGTTCTCCAGCGAGTTG
	(GCG)5
	228
	not tested

	33
	
	TTGCTGCTAATACATGCCC
	TCTCAGTCCCTCATGCGT
	(TA)5
	158
	not tested

	34
	
	GGGTTCAAAAGAACAAGCA
	CCAAAGAACCTCCCAAGG
	(TCA)2(TCT)(TCA)3
	233
	not tested

	35
	
	CTGCCATTTTTGGAGTCG
	GGAGGGGAAACACCACAC
	(TCT)3(CT)(TCT)
	291
	not tested

	36
	
	AAGCTTGCCAGTACGCTG
	AACCCCTGGCTTAGGAAA
	(CT)5
	282
	not tested

	37
	
	ATCCAGTAAGGCTGGGGA
	AGAGGACCGAGCCTCAAG
	(TGC)5
	179
	not tested

	38
	
	GGATGCAAAACACAAACAT
	GAGCTGAGAACGGAGGGT
	(CA)3(GA)(CA)2
	277
	not tested

	39
	
	TGTGAAGCAAGTAGGCCG
	TGGACAGCCGTCAAATTC
	(GCA)3,(GCA)2
	254
	not tested

	40
	
	TCTTTGTGCCTGTTGGCT
	CAACAATAGCAATGGGGC
	(TA)6
	237
	not tested

	41
	
	ACTACCAGCGGCAAGGAT
	TCATATGGCCGACGAGAG
	(GCC)3(GCT)(GCC)2
	274
	not tested

	42
	
	GATCGGAAGCGAATCCTC
	GGAGAGGGAGGAGGGAAT
	(CCG)4
	250
	not tested

	43
	
	CCGGTCTCTCATGGCTT
	CTCCGACACAACAACGGT
	(CT)3(T)(CT)4
	286
	not tested

	44
	CG-cSSR-54
	TTGCACCTCAAAGGATGG
	TGCCACCACCTCTACCAC
	(AG)2(GT)(AG)3
	287
	Polymorphic

	45
	
	CGCGCTACCTCTGTCTTG
	TCAGCACTGGTCCCAATC
	(CGC)3(GC)(CGC)
	291
	not tested

	46
	
	CCGCTTCATCCTCCTCTT
	GCTCGGCACTCTAAGCAA
	(TCG)4
	262
	not tested

	47
	CG-cSSR-9
	CTCATCGCCTTGCTTGAG
	TCGATTCTCAATGGCACC
	(CTT)6
	276
	Polymorphic

	48
	
	ACCACAGCCATTCCCTCT
	GCGATGGGATCTTCTTCC
	(AAG)5
	185
	not tested

	49
	CG-cSSR-10
	CGGAAGTCTATCGGGGAG
	CGAAACGTTCGATGCAAT
	(GCC)4
	294
	Polymorphic

	50
	
	ATTGGCCAAAATGCATCA
	GGGCTAACAAGCCGATTT
	(ATTTT)3
	284
	not tested

	51
	CG-cSSR-11
	TTTTAGAGGAGGGCGGAG
	CAAGCGACCTCAACTTGC
	(AAG)6
	223
	Polymorphic

	52
	
	CAAAAGCAAACAGTTCAGCA
	AGAGAAGGGCTCCATCCA
	(TCA)3(TCT)(TCA)3
	242
	not tested

	53
	
	ACCATCCTGATGGAACCC
	CGACGAAGTCTGGTGGAG
	(CTT)4
	235
	not tested

	54
	CG-cSSR-12
	TTGCATGGCTCAGGATCT
	CATTCAAGGAGCAGCCAC
	(GAA)10
	175
	no amplify

	55
	
	GCTTCTTGATGCACGCAC
	CCCTAGCCGAATCCTTTG
	(CTC)4
	228
	not tested

	56
	
	CTCGAATCCACCGAGAAA
	CTCCAGCCTCAACGAGTG
	(GCC)4
	219
	not tested

	57
	
	TTTGCTGCTCTTTCCTACC
	TCTCTCCCGTTGAAGCAA
	(TC)3,(TC)4
	238
	not tested

	58
	
	GCTCCTCTTTGGCGTTTT
	CGGTCGGATCAGTCTCAA
	(TTC)2(TTT)(TTC)3(TTT)(TTC)2
	251
	not tested

	59
	
	GAATCACCTCTCAGGCCC
	TTGGCAAAGCTCTGCTTC
	(GAA)4
	270
	not tested

	60
	
	CGCTAAGATTGCACCACC
	GGAGTTGACTAAGCTGGCTG
	(CTT)2(CGT)2(CTT)3
	232
	not tested

	61
	
	GGTGAGGCTACCAAAGGG
	CGGTTGCAAGGTTGTAGG
	(CTT)6
	238
	not tested

	62
	
	AGCTGCCAGCCTTCTTCT
	GTGTGCTGCATGTGGCTA
	(TTC)3,(TTC)2
	254
	not tested

	63
	
	TTTGATTGCGTGTATTTGGA
	TTTTGATGTCCGGAGACG
	(GCC)4
	254
	not tested

	64
	CG-cSSR-13
	CCATGGTTGCACCTCAGT
	TGTCTGCATTGCCTCTGA
	(TGG)2,(TGG)4
	239
	no amplify

	65
	
	CTTCGCCATTGAGCTCTT
	TTTCTTCTGAAGGCGACG
	(TC)2(AGC)(TC)4
	211
	not tested

	66
	
	CTCTCGCAAATGCTCCAC
	CCTCTAAGGACCAAAGCCA
	(CAG)4
	287
	not tested

	67
	
	CGTCTCTCCTTCCAGCCT
	GTTCTTCCCACTCGACCC
	(CGG)3(TGG)(CGG)2
	277
	not tested

	68
	
	TTCTGGAAAGGATGTGCC
	AGGCTCATGGAAGCAGAAC
	(GCT)2,(GCT)3
	297
	not tested

	69
	CG-cSSR-14
	TGAAGAGGCTTCTGCTGC
	TTCATTACCACCAACGCC
	(TGG)5
	271
	no amplify

	70
	
	GGCCGAAAGCAGCTTAGT
	GCCATCTACTGAAAGAATTGATG
	(ATGT)4
	179
	not tested

	71
	
	TATGCAGCAGAAGCGGAT
	GTGCCGTGAACGGAATTA
	(TC)5
	170
	not tested

	72
	CG-cSSR-15
	CCGTCACGACTAGCGAAG
	GGGAATCCTCGCCGT
	(TG)9
	264
	Polymorphic

	73
	CG-cSSR-16
	CGTTTCTGGTGAGGGACA
	CCAAGGCTTCACATCCAA
	(TGA)5
	253
	Polymorphic

	74
	
	TGCAGCCATTGATCCTTC
	CGCAGAGGTGGGTAATCA
	(GA)10
	220
	not tested

	75
	
	GTCCTGCACAGGATGTGG
	ACCATGGGAGAAGGGTTT
	(GA)2(GCT)(GA)4
	261
	not tested

	76
	
	TCGCTTGCCTCCTCATTA
	AAGGAAAAGCTCATCGGC
	(AG)6
	252
	not tested

	77
	CG-cSSR-55
	CGAAGCATTGGGAGATCA
	TCCGCGTCAATTGTCTTC
	(GA)6
	188
	Polymorphic

	78
	
	GCAGAGGAAGGATTTGCC
	GCACCTGCTATCCCAACA
	(GCT)5
	288
	not tested

	79
	CG-cSSR-17
	TAGCAGAAGCTATGCCCG
	TCGGAGGAGAGACCACTG
	(GCC)5
	209
	Polymorphic

	80
	CG-cSSR-18
	GTGCCCAGACACAAGAGG
	GTGACGCGGCTAATACCA
	(ATG)4(AGG)(ATG)3
	250
	no amplify

	81
	
	GGTGTCGCCAGATACCAA
	AAGCTAATAGCCGCCCTG
	(AG)3(CAC)(AG)3
	193
	not tested

	82
	
	ACAACATCCTCACCACGC
	GTGATCCGGAGAAGAGGG
	(ACC)5
	178
	not tested

	83
	
	GCTCGCTTTTACCTGCAC
	AGTCAAGCATCCGCTGAA
	(TC)3(ACTGTT)(TC)4
	213
	not tested

	84
	
	GAGCCATTCGCAGTTTCA
	ATTCTTTCCCCTCCCTCC
	(TA)7
	176
	not tested

	85
	
	GGGTGAACACCAAGCAGA
	GAAGTTGTTGCTGCCAGG
	(TGG)3,(TGG)5
	266
	not tested

	86
	CG-cSSR-19
	AATCTGGGAATGATCGCA
	TCACAGCTCATAACAGAAGCA
	(GA)11
	277
	Polymorphic

	87
	CG-cSSR-56
	GAGCAACACTGCCTACCG
	ACTTCCCTCGTCCAGCTC
	(TTC)3
	224
	Polymorphic

	88
	CG-cSSR-20
	GTTCCCGCTCTTCATTCC
	CCTTCGCTTCGAGAAGGT
	(TTCTTTC)3
	193
	Polymorphic

	89
	
	GTAGAGCTGCCCGCAAG
	CCCATCGACATCATCATCA
	(GAT)2(GAC)(GAT)4
	247
	not tested

	90
	CG-cSSR-21
	GAATCAATCACATTCCAGGG
	ATGAGGTTCCGAGCCATT
	(ATC)8
	173
	monomorphic

	91
	
	TCATCACCATTCGATCCC
	CTCGCATCTCCAAACCAA
	(CTG)4
	292
	not tested

	92
	CG-cSSR-22
	TCAGCTTCACCTGGCACT
	TGAAGGATGTGGTTTGGC
	(TATACA)5
	280
	Polymorphic

	93
	
	TAAAATGGGCGAGGTTCA
	GCGAGTTTCTGATCTCTTGG
	(GAA)6
	260
	not tested

	94
	
	TGCTTTGTCCTGGCAGAT
	AAGATTAGCTGCGATGCG
	(CCG)5
	188
	not tested

	95
	CG-cSSR-23
	GCACCTCACTCCATCCAA
	AAGAGGCATACCCAAGCC
	(GAT)5
	177
	Polymorphic

	96
	
	GCGTCCACCACTGTGTCT
	CGTCATCCTCCGATGTTC
	(CGT)4
	262
	not tested

	97
	CG-cSSR-24
	CGCTCTCGAGTGTGATCC
	CGTTCACATGACAAGATACGA
	(TC)5
	215
	Polymorphic

	98
	
	CTGAATACTTTCTTCTCACTGGG
	TGAAGGATTCATGGCTCTG
	(ATTT)4
	242
	not tested

	99
	
	CTTGACGCGAATGAGGAC
	ACTGTACCCACCCGGAAT
	(AGG)5
	299
	not tested

	100
	
	TCCAACAGCTCGCTCACT
	GTGAAAACGTGGGCTGAA
	(TTC)4
	297
	not tested

	101
	
	GGGTGTGAATGAGCGAAA
	CACGCGAGAGAAACCAAC
	(TA)6
	259
	not tested

	102
	
	GTTCATGCATGCCCAGTT
	TGCTTTGTAAAAGCCAAACA
	(AT)6
	188
	not tested

	103
	
	CACCTCCACCAGGCTACC
	TCCACTCTTAGTCGCAGCA
	(GCT)2(CTGT)(GCT)3
	153
	not tested

	104
	
	ACCCACCACAAATCCTCC
	TGCAGGAGGTGACTCCAC
	(CTC)4
	282
	not tested

	105
	
	AGGCAATGGAGACCCAAT
	GGAAACCAATCTGGAGCA
	(TTTC)4
	283
	not tested

	106
	CG-cSSR-25
	CGTTGCTCTCTGTATGACCG
	TCGACCAAATTGCCTGTC
	(TAT)4
	281
	Polymorphic

	107
	
	TTCTTGCCGTCTTCTTGC
	ACCCAGTTCCTCTGCCAT
	(ATG)5
	271
	not tested

	108
	
	GCCAGCTCCAGCCTCTA
	GTTTGCAGCGATCGAGAC
	(TC)4,(TC)2
	157
	not tested

	109
	
	CTATCCCCGATCCGATGT
	TACTCTCTCGCCTGCTCG
	(GA)4,(GA)4
	250
	not tested

	110
	CG-cSSR-26
	CTACTGCAGCCAGTTCGG
	ATGCGCATGTTTCACTTT
	(TA)7
	183
	Polymorphic

	111
	CG-cSSR-57
	AGTGCCTGCAACTCAGGA
	CGAAAACCAAGACAAGCG
	(GA)3(TACAA)(GA)3
	262
	Polymorphic

	112
	
	GCTCCGCCACAGTATCAG
	GGGTCACCAAACAACCAC
	(TGC)6
	276
	not tested

	113
	
	GGAGATTGGTTGGGCTTT
	CAGCAAACCTCCCTTTGTT
	(CT)6
	192
	not tested

	114
	
	GATTGGCCGGAATTGAGT
	AAGCTGGCAGGCAAAAAT
	(CT)7
	265
	not tested

	115
	
	TCAAGGTTTGAAGAACAGCC
	TACGATACCCGCAACGTC
	(ATT)5
	222
	not tested

	116
	
	GGAGACATACCTTGGCCC
	GCGGCGCAAAATACAG
	(GA)4(CA)(GA)2
	296
	not tested

	117
	
	ATTGTCCAACCCCCACTT
	CAGTTGGTAGAATGCCGC
	(AGG)3(ACG)(AGG)2
	236
	not tested

	118
	
	AACCTCAGCCGTCTCCTC
	AAAGCACACCCCTCCAGT
	(CAG)4
	249
	not tested

	119
	
	ACTGAGGCACTCAGGCTCT
	TGACTCCAACATCACACCAC
	(AG)7
	292
	not tested

	120
	CG-cSSR-58
	AGCTGGTCCGTGCTACAA
	CCAGCCTCTCCACAGTTG
	(GGC)3(GGT)(GGC)2
	168
	Polymorphic

	121
	CG-cSSR-59
	TCATTTCAGGCGAGATGC
	GCCTCCATTTGTTCACCA
	(GCA)5
	176
	Polymorphic

	122
	
	AGCTCAGTAAGCTCGCCA
	TTCAGTTCTGTTTATGAACTGTCA
	(GAA)5
	243
	not tested

	123
	
	AAAAGGCGGACTGAAAGC
	TTTTGAACAGCTCTGAACCA
	(TA)3(TT)(TA)4
	191
	not tested

	124
	
	CCCCAGACATCTCGCATA
	CAGAAATTAACAGCCACTGAAA
	(TA)2(TT)(TA)4
	258
	not tested

	125
	CG-cSSR-27
	TTGAGATTGTTCCGGCTG
	CAAATCTGCAGCCTCTTGA
	(TA)7
	191
	Polymorphic

	126
	CG-cSSR-60
	GACGAATTCGACTCTGCG
	AATGATGCTCCCGACCTT
	(AGG)8
	237
	Polymorphic

	127
	CG-cSSR-28
	AGGTGGAGGAAGCTTTGC
	CAGATGCATGTACCCGCT
	(GTG)4
	226
	monomorphic

	128
	CG-cSSR-61
	TCCATTGGCTGGTGCTAC
	TTCCACCATCAAGGCATC
	(CTG)5
	269
	Polymorphic

	129
	
	GCTAGCCCAGCTCTCCTC
	GTGTGCGCTTCCATGATT
	(CT)2(TC)(CT)4
	179
	not tested

	130
	
	CCTCTGTGCCTTCTGGTG
	CGAACAAACTGAAGCCCA
	(GCT)3(CCT)(GCT)2
	156
	not tested

	131
	
	GACATCTCTTCGCGATCC
	AAATGTCATAGTGGGAGCCA
	(TTG)4
	161
	not tested

	132
	
	TTGGCCGGTTAACACATC
	GACATCACATTAGCGTATTCCA
	(TA)3,(TA)2,(TA)3
	240
	not tested

	133
	
	CTGACCAATTCAAGGCCA
	CGTAGGCCTCCTGAGCTT
	(GAG)3(AT)(GAG)2
	267
	not tested

	134
	
	CACCCCTTGAAACTGCTTT
	GCCAAATGGTAAGTAATGAGGA
	(TC)4(CC)(TC)2
	202
	not tested

	135
	CG-cSSR-29
	TCTCGACATCCAACACCTG
	TCCCGAGGTGTGAAGAAA
	(AGCC)4
	294
	Polymorphic

	136
	CG-cSSR-30
	GCTATGGCAGTGGCTACG
	TCAACAGTAAGCGACGCA
	(CGG)4
	224
	Polymorphic

	137
	
	CTCTCCATGCTCTGCCAC
	CCAGTGCTGCTTCCAGAC
	(CTT)4
	150
	not tested

	138
	CG-cSSR-31
	CTTCTCCACCACCACTGC
	GACGACCACAAGGCAGAA
	(CTT)5
	279
	Polymorphic

	139
	
	TACGGTTTGTTGGCCGTA
	CAGCCAGACCTCGGTACA
	(GTCT)3
	248
	not tested

	140
	CG-cSSR-32
	ACGGGTTGTTTGGTTTCC
	AACTTCTGATCGGTACTCGG
	(TC)10
	181
	Polymorphic

	141
	
	GGTGATTATGGATGCCCA
	CTCCGGCCTTGTCCTT
	(GGC)3,(GGC)3
	173
	not tested

	142
	CG-cSSR-62
	AGCAAGCAGAATACAAACCA
	TCATCTTGTACCGATTGAGTTCT
	(TA)7
	239
	Polymorphic

	143
	CG-cSSR-33
	ACTCACTCCCAAGGGCAT
	AACCACCATGACCACCAA
	(GCC)2(GCT)(GCC)4
	154
	no amplify

	144
	CG-cSSR-63
	AGTGGTTACGGCGACCTC
	GATCCGCTCTTCTCTGCTT
	(AG)7
	184
	Polymorphic

	145
	
	CCCACAAAGGTGGTGAGA
	GTTCACTGCCGTTCGGT
	(ATTA)3(T)(ATTA)
	266
	not tested

	146
	
	AATGCGCTGATTGAAACG
	TGCGAAGGGAACTCATGT
	(CA)3(AA)(CA)2
	214
	not tested

	147
	
	CCATGCATCGAACAGTGA
	TGGTGTTCCTTGGTTTGC
	(TCA)5
	224
	not tested

	148
	CG-cSSR-34
	GCTGGGCAAGTTGTCTGT
	CTGCAACATCCCCATCAT
	(CAT)3,(CAT)2
	152
	no amplify

	149
	CG-cSSR-35
	GAAGGAGAAGAAGGCGGA
	CGGCTTCTTGTTGTAGCG
	(AAG)5
	286
	Polymorphic

	150
	CG-cSSR-64
	GCCTCTTGGAGGCTTGTT
	TGGCGAAGAGAATGAGGA
	(AGA)5
	270
	Polymorphic

	151
	
	TGGCAGAAGGAACCAGAG
	TCCCTTAAATCTGGGCAT
	(CA)2(TA)(CA)4
	263
	not tested

	152
	
	CAGCTTCTAAGCCAGCCA
	TAATCGCCCTTCGTGCTA
	(GAA)4
	213
	not tested

	153
	
	CGCTACTATCGGCCTCCT
	TCCGGTAGCAAGAAAGCA
	(TCC)(TC)(TCC)3
	177
	not tested

	154
	CG-cSSR-36
	CATCTGCCTTTTCGCATC
	AATAGCAAGTGCAGCGGA
	(CAG)6
	288
	no amplify

	155
	
	TTAAAAATGCTGCCGGTG
	CAGACATCGCCCTTTTTG
	(GAA)4
	282
	not tested

	156
	
	TGGAAGGACATGGCAAAG
	TCGCCAGCTCCATAAGAA
	(GAA)3(GGA)(GAA)2
	227
	not tested

	157
	
	TGCGCTCTCAAGGACATT
	ACAAAGCCCGATTGGTTT
	(TA)5
	173
	not tested

	158
	CG-cSSR-37
	TTCCCCGGTCTATCATCC
	CCTCCACATATGAGCCGA
	(TC)6
	242
	no amplify

	159
	
	TGAACGTTTGTGTCTATATGGC
	AAGTTGGCTGATTCATTTATATC
	(ATA)4
	203
	not tested

	160
	
	TTGGTGGAGTCATCTCCG
	ATCGCGATGATGATGAGG
	(TC)5
	243
	not tested

	161
	CG-cSSR-38
	GATCAGCGGGCGAGA
	AAGGCCACCCTTTGTTGT
	(GA)8
	248
	Polymorphic

	162
	CG-cSSR-65
	CCATTTGGCCACAGTCAC
	TAGGAGCTGCAAGGCAAA
	(TAA)5
	195
	Polymorphic

	163
	CG-cSSR-39
	AACACAGCTCAGGCTCCA
	TGTTTCCATTTCGCTGCT
	(CAT)6
	255
	Polymorphic

	164
	CG-cSSR-40
	AAGGGCCTTGCAGGTAGA
	AACGCTAAAGAACATGCAA
	(CTG)5
	151
	Polymorphic

	165
	
	TGATGAGAATAAATGCACGG
	TTGTTTAATGCACGGTGATG
	(CT)3(CC)(CT)4
	261
	not tested

	166
	CG-cSSR-66
	TCCGAACCCAATTTTGAA
	GAAGATTAGCATGGCCCC
	(TA)4(AC)(TA)4
	255
	Polymorphic

	167
	
	AGCTTCCAGGTCGCTTTT
	GGTTCAAATGTGGGAGCA
	(GAA)3(GA)2(GAA)2
	235
	not tested

	168
	CG-cSSR-41
	TGCTGTGTTATCTGGGGG
	CACCAAAGCTTGGGAAAA
	(CTG)5
	269
	no amplify

	169
	CG-cSSR-42
	GCGCAGGTGTTCATTGTT
	AATATGCGGTGAGCATGG
	(AT)7
	269
	no amplify

	170
	
	GGCCACTGCTACCTCCTC
	CTCCTTCACGGCTTCCTT
	(CCTCTT)7
	286
	not tested

	171
	CG-cSSR-43
	AACAGCCAAACCATAGGGA
	CCATCTTCTGCAACCAGC
	(TCA)6
	231
	Polymorphic

	172
	CG-cSSR-44
	TGGATCAGATGATCAGAGAGG
	TCACCACTCAGCATCCAA
	(TCGAT)(CGA)(TCGAT)2
	232
	Polymorphic

	173
	CG-cSSR-67
	AAAGCAACTGCGACCTGA
	AAGTGGCAGGGAAAGGAG
	(TC)11
	200
	Polymorphic

	174
	
	TGGAAACACCAGAGTGGG
	AAGCAATAGAAACAGTCGAAGA
	(TA)7
	257
	not tested

	175
	CG-cSSR-68
	GCGTAAGGCAAAGCTTGA
	GGGTTCTACAGGACGCTG
	(AG)6
	160
	Polymorphic

	176
	CG-cSSR-45
	TCTCCCTATCCTCCCTCG
	GGCCAAACATTGGATTGA
	(TGA)5
	281
	no amplify

	177
	
	GGTAGGAGCGGCTATGCT
	CCTTTACAGGTCCGTGTCC
	(TA)4(GA)(TA)2
	227
	not tested

	178
	
	CGCCTGTTGAAAGGAGTG
	CCTGATCGATCTTGGCAC
	(CTT)2(CAT)(CTT)4
	204
	not tested

	179
	CG-cSSR-46
	GTTACGCATCGGTGTGCT
	ATCTGTGAAATGGCTGCG
	(AGC)3,(AGC)7
	223
	Polymorphic

	180
	
	GGCATCCAACAAATGAGG
	CAGATGGCTTGGTATGAGG
	(CAA)4
	276
	not tested

	181
	CG-cSSR-47
	AGTCACCTGAATTGGCGA
	TTGCTTTGAGGCTTCTCG
	(GA)8,(GA)3
	162
	Polymorphic

	182
	CG-cSSR-69
	CACGCGTTTCATAATGGG
	CTTGGGACCTAAAGAAGAAACA
	(GA)8
	216
	Polymorphic

	183
	CG-cSSR-48
	TGGTTACTACCGCCCACA
	AAGAAGCAAAGCTATGCCAA
	(TA)6
	183
	Polymorphic

	184
	
	GATGGGATGAGGAGGAGG
	ATGGCAGTCGACGAGGTA
	(AAG)6
	206
	not tested

	185
	CG-cSSR-49
	TCCCGATAAGGAGGATCG
	TAAATCCGTCAGCCATGC
	(AGG)4(TGG)(AGG)3
	286
	Polymorphic

	186
	CG-cSSR-50
	TTCTTCGAAACCTTGGTCC
	CGAAATAAAAGAGAGCTGCAC
	(CT)12
	286
	no amplify

	187
	CG-cSSR-70
	TGACCGGTAACAGCTCCA
	TCATCAGTACGCTAATGCTTTT
	(AT)7
	200
	Polymorphic


